Regulation of Carbohydrate
Metabolism

Phosphorylation/Dephosphorylation
Fructose-2,6-bisphosphate

Hormones

This content is protected and may not be shared, uploaded, or distributed.



Phosphorylation/Dephosphorylation

GSK3 = glycogen synthase kinase 3
PP1 = phosphoprotein phosphatase 1
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